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Nhirng dong gop méi cia luan an

Pay 14 nghién cru moi tai Viét Nam nghién ctru dong thoi cic gene oipA
“bat/ tat”, babA2, cagE va cagd cua vi khuan H. pylori phan 1ap tir cic bénh
nhan viém, loét da day ta trang va ghi nhan ty 1€ chiang H. pylori mang gene
oipA “bat” 1a 96,0%, gene babA2 (+) 1a 74,6%, gene cagkE (+) la 83,8%, gene
cagA (+) 1a 83,8%, gop phan lam rd dic diém phan tir cia vi khuan nay tai Viét
Nam.

Pic biét, chiing t6i da tién hanh giai trinh ty va phan tich ving trinh tu tin
hiéu & dau 5’ cla gene oipA ghi nhan co téng cong 25 md hinh CT lap lai, voi
19 md hinh cua gene oip4 “bat”, pho bién nhat 1a mé hinh “2+1+1+17 va “3+17.

A

C6 5 mo hinh CT 13p méi cua gene oipA “bdt”” dugc ghi nhan.

Két qua nghién ctru cung cip thong tin vé cac chung H. pylori mang cac
gene va to hop gene doc luc cao c6 lién quan voi ting nguy co loét da day ta
trang va viém da day man c6 t6n thuong tién ung thu, gop phan 1am sang to vai
tro cua ching trong sy phat trién bénh viém loét da day ta trang do nhiém H.
pylori.
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New contributions of the thesis

This new study in Vietnam, which simultaneously investigated the oip4
"on/off", babA2, cagE, and cagA genes of H. pylori isolated from patients with
gastritis or peptic ulcer disease, noted that the prevalence of H. pylori strains
carrying the oipA "on" gene was 96.0%, babA2 (+) was 74.6%, cagE (+) was
83.8%, and cagA (+) was 83.8%, contributing to a better understanding of the
molecular characteristics of this bacterium in Vietnam.

Specifically, we sequenced and analyzed the 5’ signal sequence region of
the oipA gene and identified a total of 25 CT repeat patterns, with 19 patterns of
the oip4 "on" gene, with the most common patterns being "2+1+1+1" and
"3+1". Five new CT repeat patterns of the oip4 "on" gene were identified.

The study provided information on the H. pylori strains carrying high
virulent genes and gene combinations, which were associated with an increased
risk of peptic ulcer disease and chronic gastritis with precancerous lesions. This
helps elucidate the role of these genes in the development of H. pylori-induced
gastritis or peptic ulcer disease.
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